Supplementary
Represented are the genotypes belonging to cluster 1(red), cluster 2 (green), cluster 3 (violet) and cluster 4 (blue). C. Linkage disequilibrium matrix in the oat subset. Pair-wise LD values of polymorphic sites displaying r 2 above the diagonal and the corresponding p-values from rapid 1000 shuffle permutation test below the diagonal. Each cell represent the comparison of two pairs of marker sites with the color codes for the presence of significant LD. Colored bar code for the significance threshold levels in both diagonals is shown. 
